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   Date                       Topic                                                    Reading Assignment
August

25 Introduction and Class Organization
27 Lecture - Analytical Tools of ME 1 - Pp. 3-43, #2, #3, #4, #5

September
1 Lecture - Analytical Tools of ME #4, #5
3 Lecture - Analytical Tools of ME "

8 Lecture - Immunoprecipitation 1 – Pp. 44-47, #6
10 Paper discussion #7, #8

15 Lecture- Protein Electrophoresis 1 - Pp. 47-53, #9, #10
17 Paper discussion #11, #12
22 Lecture - DNA-DNA hybridization 1 - Pp. 53–57. 331-333, #13

. 24 Paper discussion #14, #15

29 Lecture-Modern Molecular Techniques #16, #17, #18, #19
October

1 Lecture cont. & Paper discussion

6 Lecture – Cytoplasmic DNA 1 - Pp. 60-69 & 224-251, #20
18 Paper discussion - mitochondrial DNA #21, #22

13 Lecture – Cytoplasmic DNA cont. 1 - Pp. 306–321
15 Paper discussion – chloroplast DNA #23, #24
20 Lecture - Single-copy Nuclear DNA 1 - Pp. 69-75, #25, #26
22 Paper discussion #27, #28

27 Lecture – Repetitive DNA 1 - Pp. 78–82
29 Lecture – Repetitive DNA #29, #30, #31

November
3 Lecture – Mini and Micro-satellites 1 - Pp. 78-82. #32, #33
5 Paper discussion #34. #35

10 Lecture - RAPDs 1 - Pp. 87. #36. #37
12 Paper Discussion #38, #39
17 Lecture – AFLPs #40, #41
19 Paper discussion #42, #43

24 Lecture – Microarray analysis #44
26 Paper discussion #45, #46

December
1 15 minute presentation
3 15 minute presentations
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General

Molecular Ecology and Evolution is a combination survey course and a paper discussion
group. Each week we will be covering a different molecular approach generally used in MEE
studies. Some approaches (e.g., DNA-DNA hybridization) are not used that often and others
(e.g., PCR and mtDNA sequencing) are core techniques. All are useful and bring certain
strengths and weaknesses with them. The course is ideally suited for someone with a strong
background in ecology but little molecular training. Other students with weaker ecological
backgrounds also can benefit if they have a basic understanding of ecology and moderate level of
familiarity with at least one of the following: transmission genetics, population genetics,
molecular biology, or evolution.

All general University requirements governing academic policies and procedures contained
either in the USF Undergraduate Catalog or as specified in the Biology Department or University
Graduate Catalogs are in effect. It is your responsibility to be familiar with these documents.

Course Structure

The course is structured as alternating days of lecture and discussion. Typically, the first
class of a week will be a lecture by me. For the second class of the week, I have assigned
readings, usually from journals, that we will discuss as a group. In general, at the start of the
discussion class I will pick a student to present the goal, approach and results of the paper(s).
This means that everyone must be prepared to formally present each paper. After the
presentation it is expected that all students will participate in a "round table" discussion of the
paper(s).

Requirements and Grading

Class participation: One quarter of your class grade will be based upon participation. There
are 10 discussion classes. If you participate in 8 or more classes you will receive 100 points. Ten
points will be deducted for each class for which you don’t participate. Don't be fooled. This can
significantly change your grade in this class. Basically, I expect all students to participate fully
each discussion class.

Written critique of a paper: You must choose 2 papers from the ones discuss and write a
formal critique of them. Briefly, these are short (i.e., 2 - 3 pages) evaluations of the papers. To
receive credit for the assignment the written critique MUST be turned in BEFORE the day on
which that paper is discussed. These are individual assignments, but discussion with other
students is encouraged. You MAY NOT, however, share in the writing - the pages turned in must
be your thoughts and ideas and cannot be a group effort. Each paper is worth 50 points.

Take home exam: Some time around the eight-week of classes I will be handing out a take
home exam. The exam is in the basic format of dissertation written exam questions and will
consist of from 2 to 5 questions. Your answers must be independent work (i.e., no working in
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groups, no discussion with other people). These will be very open-ended questions usually
dealing with a broad topic. You will have until November 24 to complete this assignment. The
exam is worth 100 points.

Oral presentation: As you will note on the Schedule, the last 2 classes are reserved for oral
presentations. You will be required to present to the class an area of research in molecular
ecology or evolution in which you are particularly interested. Topics must be approved by me in
advance to receive full credit. Presentations are worth 100 points and scores will be assigned by
the other students in the class. I will use the average score as your score for this assignment. I
reserve the right, however, to remove from the average scores that clearly are outliers.

Grading: Final grades will be assigned based on the percentage of total points you earned
overall during the semester and letter grades will be assigned on a straight percentage scale with
A = 91 to 100%, B = 81 to 90%, C = 71 to 80%, F ≤ 70%. Note: there is no letter grade of D and
I will not be using the +/- grading system.


